We examined 281 non-Qi Vibrio cholerae isolates from Thailand for homology with genes coding for cholera toxin. Five isolates from environmental sources were homologous with the cholera toxin gene probe and produced both the A and B subunits of cholera toxin.
To determine whether non-O1 Vibrio cholerae isolated from patients with diarrhea (4, 5) , their close contacts (5) , or environmental sources (3, 5) in Thailand contained nucleotide sequences coding for cholera toxin (CT) or Escherichia coli heat-labile toxin (LT), we examined isolates with radiolabeled segments of DNA coding for the A and B fragments of CT (7, 8, 10) and for LT (8) . Culture supernatants of isolates that hybridized with the CT and LT gene probes were further examined in a GM-1 enzyme-linked immunosorbent assay (ELISA) with monoclonal antibodies to the A and B subunits of CT (A. M. Svennerholm et al., in press).
We examined 281 non-O1 V. cholerae isolates from human and environmental sources in rural and urban Thailand in 1980, 1981, and 1982 (Table 1) . Isolates from humans and animals were recovered from stools or rectal swabs incubated on thiosulfate-citrate-bile salts media (Difco Laboratories, Detroit, Mich.) at 37°C overnight. Non-O1 V. cholerae was isolated from water and food in the homes of persons with diarrhea as previously described (5 (9) .
Of the 281 non-O1 V. cholerae isolates examined, 5 hybridized with the CT probe under both hybridization conditions and with the LT probe under low-stringency conditions (25% formamide); EcoRI and HindIII digests of cellular DNA of these 5 non-O1 V. cholerae isolates hybridized with the CT probe, as determined by the Southern technique (Fig. 1) . These five isolates were from environmental sources that were not associated with persons who had diarrhea and from whom O1 or non-O1 V. cholerae had been isolated (four isolates from water and one isolate from a collection of flies). None of 44 non-O1 V. cholerae isolates from patients with diarrhea hybridized with the CT or LT gene probe.
Culture supernatants of six non-O1 V. cholerae strains grown in Syncase media (6) with aeration were tested for the presence of the A and B subunits of CT with monoclonal antibodies in a GM-1 ELISA (Svennerholm et al., in press). As shown in Table 2 , all five isolates that hybridized with the CT probe produced both the A and B subunits of CT, as determined by the GM-1 ELISA, with regard to immunological reactivity with monoclonal antibodies distinguishing both the A and B subunits of CT.
None of the 276 non-O1 V. cholerae isolates from Thailand that did not hybridize with the CT or LT gene probe produced CT or LT, as determined by the GM-1 ELISA (11) . Furthermore, none of these isolates contained nucleotide sequences coding for CT or LT.
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